ABSTRACT A male patient in his 50s who traveled from Papua New Guinea (PNG) to Australia in 2016 was diagnosed with a dengue virus serotype 4 (DENV-4) infection, and the virus was isolated from his acute-phase serum. Here, we describe the first complete genome sequence of a DENV-4 strain from PNG.
genome (GenBank accession number KJ596658) using Geneious R10 (version 10.2.3) software and default parameters with the low sensitivity setting. A BLASTN analysis and comparison of the complete genome of strain PNG 2016a (10,653 nt; GϩC content of 47.0%) with available DENV GenBank sequences demonstrated 99.3% nt sequence identity with an Indonesian 2015 DENV-4 strain (GenBank accession number KU523872). Only a limited number of PNG DENV sequences have been described, and this is the first reported complete genome sequence of a PNG DENV-4 strain. These data will advance current knowledge of DENV diversity and molecular evolution, particularly in the Australasian region.
Data availability. Raw sequencing reads were deposited into the Sequence Read Archive under accession number SRP159163. The consensus genome sequence was deposited in GenBank under accession number MH382789.
